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fastqc multigc fastp
0.12.1 1.21 0.23.2
bwa samtools bedtools
0.7.17 1.16.1 2.30.0
sambamba gatk version_vep
1.0.1 4.3.0.0 108

version_vep_cache

108

R, HiEmRE

Sample Number

Total Reads Before Filtering(M)

Q20 Before Filtering(%)

Q30 Before Filtering(%)

SRR9993255 1.36 96.31% 90.9¢
h., HipRE

Chr Start End Ref Alt DP VAF GenelD G

13 20189347 20189347 G - 239 50.00%  ENSG00000165474 G.

16 21736318 21736318 G T 318 50.00%  ENSG00000155719 o
78, ST
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CHROM START END ID

chr1 6440984 6440984 rs2311045
chri 40819415 40819415 rs4660468
chr1 102886895 102886895 rs2229783
chri 102888582 102888582 rs1676486
chr1 102888872 102888872 rs1763347
chr1 102914362 102914362 rs3753841
chr1 169468154 169468154 rs17847484
chr1 215675245 215675245 rs2797234
chr1 215675299 215675299 rs2797235
chr1 215741484 215741484 rs35309576
chr1 215743221 215743221 rs11120616
chr1 215786825 215786825 rs10864198
chri 215813880 215813880 rs4129843
chri 215838019 215838019 rs56032526
chri 215877783 215877783 rs41277200
chr1 215999038 215999038 rs10864219
chri 216175422 216175422 rs1805049
chri 216325569 216325569 rs3767698
chr1 216418661 216418661 rs4253963
chr1 216421964 216421964 rs10779261
N 272 % : 17 72 3 > 100%/mv  HE 1 by

t. FTEEXH

Copyright © 2019- SliverWorkspace Team. All Rights Reserved. FE3m/

®
b=



f*“’ i) D= RERS HREHH

k"’ GATK Germline SNP/Indel V2.0 7192128156063498240 2024-05-07

Uploaded_variation Location Allele Gene Feature |
rs2311045 chr1:6440984 G ENSG00000187017 ENST00000418286

rs2311045 chr1:6440984 G ENSG00000231868 ENST00000419034

rs2311045 chr1:6440984 G ENSG00000187017 ENST00000632142

rs2311045 chr1:6440984 G ENSG00000187017 ENST00000633651

rs2311045 chr1:6440984 G ENSG00000187017 ENST00000636330

rs2311045 chr1:6440984 G ENSG00000187017 ENST00000645284

rs2311045 chr1:6440984 G - ENSR00000000670 f
rs2311045 chr1:6440984 G - ENSR00000345889 f
rs4660468 chr1:40819415 C ENSG00000117013 ENST00000347132

rs4660468 chr1:40819415 C ENSG00000117013 ENST00000443478

rs4660468 chr1:40819415 C ENSG00000117013 ENST00000506017

rs4660468 chr1:40819415 C ENSG00000117013 ENST00000509682

rs4660468 chr1:40819415 C - ENSR00000005258 f
rs2229783 chr1:102886895 G ENSG00000060718 ENST00000353414

rs2229783 chr1:102886895 G ENSG00000060718 ENST00000358392

rs2229783 chr1:102886895 G ENSG00000060718 ENST00000370096

rs2229783 chr1:102886895 G ENSG00000060718 ENST00000512756

rs2229783 chr1:102886895 G ENSG00000060718 ENST00000635193

rs2229783 chr1:102886895 G ENSG00000060718 ENST00000639098

rs1676486 chr1:102888582 G ENSG00000060718 ENST00000353414

rs1676486 chr1:102888582 G ENSG00000060718 ENST00000358392

- o 12214 £ 1 2 3 723 > 100 &/mv Eilsé 1 by
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